Myxobolus buri, the aetiological agent of the myxosporean scoliosis in cultured yellowtail Seriola quinqueradiata1), was recently synonymized with M. acanthogobii2), which was described from the brain of yellowfin goby Acanthogobius flavimanus3). More recently, the parasite has been found to be responsible for a skeletal deformity of cultured Japanese mackerel Scomber japonicus4). Conventional diagnoses have been based on microscopic observation of tissue imprints of the brain. The sensitivity of this method is generally low because only spore stages can be detected.
Previously, a PCR method for detection of M.
acanthogobii was developed by Yokoyama et al.2) . However, non-specific reactions to fish DNA were occa sionally found, suggesting that the PCR had a risk of false positive results (Miyajima et al., unpublished data) . Consequently, improvement of PCR method is required to detect M. acanthogobii in higher sensitivity and specificity. Detection thresholds of the single-and the nested -PCR tests were 1 and 0.01 pg DNA (equivalent to ca. 0.001 spores), respectively (Fig. 1) . Amplification was not observed for the eight other myxosporeans by either the single-or the nested-PCR (Fig. 2) . The present study demonstrates that the PCR method has a high sensitivity and specificity for the detection of M. acanthogobii.
However, in a practical sense, even the single-PCR may be sufficient for routine diagnoses be cause all fishes found positive by the nested-PCR were also positive by the single-PCR.
Nevertheless, the nested-PCR would be useful for detection of early presporogonic stages of M. acanthogobii.
Among the cultured Japanese mackerel, only one out of 30 fish was found positive in September 2004 for M. acanthogobii infection by the nested-PCR. Although the fish was negative in the brain imprint, M. acanthogobii spores were subsequently found in the brain homogenate using light microscopy. These results indicate that the PCR method is more sensitive than the brain imprint method. All fish from the FRI appeared negative. No PCR amplification was obtained with Kudoa sp. which was incidentally found in the brain of Japanese mackerel (data not shown). Compared with the previous results by Yokoyama et al.,4) which shows that the prevalence of infection of M. acanthogobii in over-wintered Japanese mackerel at the same farm was 12.5% from May to October 2003, the current sur vey found extremely low prevalence (only one out of 200 fish). The reason for the decrease in prevalence is unknown, and further long-term surveys are required.
By acanthogobii. Our study confirms that the host range of M. acanthogobii is very broad. M. acanthogobii has been known to parasitize A. flavimanus, S. quinqueradiata, S. japonicus, Scombrops boops, Chelidonichthys spinosus and C. rivulata''3,4,6i This study adds two hosts, L. elate and E. japonica, to the list, though it remains to be clarified whether these hosts exhibit skeletal deformities or not. In the current environment of diversification in mariculture finfish species, there is real significant risk of spreading infections of M. acanthogobii to other cultured fishes because of its broad host range. The present PCR method will be useful for detection of M. acanthogobii. 
